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Climate change is predicted to intensify the global water cycle, with salty ocean regions getting saltier compared to the
global mean and fresh regions (including parts of the Baltic sea) getting fresher!. Salinity shifts in marine ecosystems
could produce filtering effects, eliminating species with narrow environmental constraints, and potentially disrupting their
ecosystem functions?. It is imperative we predict the effects of such changes on organisms to respond accordingly.
However, development of robust predictions about biological responses to environmental change is held back by lack of
knowledge about the capacity of organisms to respond to new regimes by plasticity and evolution?.
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Our project will identify genetic expression changes underpinning key traits implicated in responses of microalgae to longer
term changes in salinity, and associated shifts in stoichiometry. This will advance understanding of microalgal responses to
environmental change, furthering the integration of plastic and evolutionary responses to better predict changes in
functional group distribution in marine ecosystem models and develop robust predictions about biological responses to

salinity change.
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